ABSTRACT Here, we report the draft genome sequence of Streptomyces sp. JV178, a strain originating from Connecticut (USA) garden soil. This strain produces the polycyclic tetramate macrolactam compounds clifednamides A and B. The draft genome contains 10.65 Mb, 9,045 predicted protein coding sequences, and several natural product biosynthetic loci.
predicted to encode the plant-growth hormone auxin. The absence of recognizable pathogenicity loci and the predicted ability to produce the plant modulators concanamycin (10), coronafacic acid (11) , and auxin suggest a plant-associated but nonpathogenic lifestyle. These observations suggest potential roles for the clifednamides, whose targets are still unknown. Accession number(s). The draft genome sequence of Streptomyces sp. strain JV178 was deposited in DDBJ/ENA/GenBank under the accession number PEKU00000000. The version described in this paper is the first version, PEKU01000000.
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